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Result Summary
MUTATION IDENTIFIED

Result

Provided diagnosis: lung non-small cell carcinoma
EGFR status: Mutant (exon 20 insertion)

This specimen is negative for all other tested mutations
(listed in Method).

Interpretation 1

ASSOCIATIONS BETWEEN EGFR MUTATIONS AND LUNG CANCER

Approximately 35% of patients with lung adenocarcinoma have a
somatic mutation in the EGFR gene (1). EGFR mutations,
primarily those occurring in the tyrosine kinase domain (exons
18-21), result in constitutive activation of the RAS/MAPK
signaling pathway (2—4).

Current data suggest that patients with non-small cell lung
cancer (NSCLC) whose tumors harbor exon 20 insertion
mutations are generally resistant to the traditional EGFR inhibitors
(5, 6).

Clinically approved targeted therapies are available for adult
patients with NSCLC that harbor EGFR exon 20 insertion
mutations. Thus, the detection of an exon 20 insertion mutation
suggests that this patient may respond to such therapy (7).
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ADDITIONAL
INFORMATION

Microscopic examination was performed by a pathologist to
identify areas of tumor for enrichment by macrodissection. A
qualitative PCR-based assay employing fluorescently labeled
probes was used to test for the presence of specific mutations
within exons 18-21 of the EGFR gene (mutations at codon G719
in exon 18; small deletions in exon 19; T790M, S768l, and small
insertions in exon 20; and L858R and L861Q in exon 21).
Mutation nomenclature is based on GeneBank accession
number NM_005228. Due to the sensitivity of the method being
used, EGFR mutations cannot be reliably detected in samples
containing less than 10% tumor cells. Samples are routinely
macrodissected to enrich for tumor cells, with samples less than
10% rejected from further testing. Test results should be
interpreted in the context of clinical findings, tumor sampling, and
other laboratory data. If results obtained do not match other
clinical or laboratory findings, please contact the laboratory for
possible interpretation. Misinterpretation of results may occur if
the information provided is inaccurate or incomplete.

Rare polymorphisms exist that could lead to false-negative or
false-positive results.
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